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Table 1:  List of Primers used in the study

S. No.	Primer name 	Sequence (5'-3')	Restriction enzyme site
	Rpb4NTM (-14f)	GGGCAATTGTTGAAGAAAGTGGACGAAGAG	Mun I
	Rpb4NTM (-49f)	GGGCAATTGTTGAACCTAAGTGAAGCCAGG	Mun I
	Rpb4NTM (-106) f	GGGCAATTGAACGCTGATGATGATGATTTT	Mun I
	Rpb4NTM (-142) f	GGGCAATTGAAAAATACCATGCAGTATTTAAC	Mun I
	Rpb4r	CCCCTCGAGATACAGTTATTAATAGAGTGTTCTAGG	Xho I
	Rpb4f	GGGCAATTGTCGGGAAAAATGAATGTTTCTACATCAACC	Mun I
	Rpb4CTM (-108) r	CCCCTCGAGGTTGACGTCATCTTCATCCAGATC                                              	Xho I
	Rpb4CTM (-172) r	CCCCTCGAGCCCAGTGCTTTTCAGAAGC	Xho I
	Rpb4CTM (-197) r	CCCCTCGAGTGGAATTAAAGTCTTTGCTTCATC	Xho I
	Rpb7NTM (-12) f	GGGCAATTGCTTCATCCGTCCTTTTTC	Mun I
	Rpb7NTM (-50) f	GGGCAATTGTATGATAATATAGATATTCAAC	Mun I
	Rpb7NTM (-88) f	GGGCAATTGGGCACAGTCGTTTCATGTTC	Mun I
	Rpb7r	CCCCTCGAGATGTTGCGGAGTAACAAGTGTTAAATA	Xho I
	Rpb7f	GGGCAATTGGCGTCGAGAATG TTTTTTATTAAAG	Mun I
	Rpb7CTM (-89) r	CCCCTCGAGAAACGACTGTGCC	Xho I
	Rpb7CTM (-109) r	CCCCTCGAGCAGATGCTTTGTCACAAA	Xho I
	Rpb7 (-126) r	CCCCTCGAGACTTTGGTATGATGGTGG	Xho I
	Rpb7CTM (-157) r	CCCCTCGAGACACCGATTGCGTGGAT	Xho I













Table 2:  List of plasmids used in this study




S.No.	NAME	ALIAS	DESCRIPTION	REFERENCE
1	pNS1	pEG202	HIS3; Ampr; contains LexA DNA Binding Domain	Khazak, V.et al. (1995)
2	pNS2	pJG4-5	TRP1;Ampr, contains B42 Activation Domain	Khazak, V.et al. (1995)
3	pNS3	AD-Rpb4	pJG4-5 containing complete S.cerevisiae Rpb4 coding sequence	Khazak, V.et al. (1995)
4	pNS4	DBD-Rpb7	pEG202 containing complete S.cerevisiae Rpb7 coding sequence.	Khazak, V.et al. (1995)
5	pNS5	pJK103	URA3, Ampr, contains 2 copies of LexAop upstream of GAL1 minimal promoter and LacZ coding sequence.	Khazak, V.et al. (1995)
6	pAS6	pRpb4 NTM(-33)	pJG4-5 containing N-terminal 32 amino-acid deletion Rpb4 	This study
7	pAS9	pRpb4 CTM(-172)	pJG4-5 containing C-terminal 172-221 amino-acid  deletion Rpb4 	This study
8	pAA8	pRpb4CTM(-197)	pJG4-5 containing C-terminal 198-221 amino-acid  deletion Rpb4	This study
9	pAS39	pRpb4 NTM(-14)	pJG4-5 containing N-terminal 14  amino-acid deletion Rpb4 	This study
10	pAS40	pRpb4 NTM(-49)	pJG4-5 containing N-terminal 49 amino-acid deletion Rpb4 	This study
11	pAS41	pRpb4 NTM(-106)	pJG4-5 containing N-terminal 106 amino-acid deletion Rpb4 	This study
12	pAS43	pRpb4 CTM(-108)	pJG4-5 containing C-terminal 108-221 amino-acid deletion Rpb4 	This study
13	pAS42	pRpb4 NTM(-142)	pJG4-5 containing N-terminal 142 amino-acid deletion Rpb4 	This study
14	pAS14	pRpb7 NTM(-12)	pEG202 containing N-terminal 12 amino-acid deletion Rpb7 	This study
15	pAS44	pRpb7 NTM(-50)	pEG202 containing N-terminal 50 amino-acid deletion Rpb7 	This study
16	pAS22	pRpb7 NTM(-88)	pEG202 containing N-terminal 88 amino-acid deletion Rpb7 	This study
17	pAS23	pRpb47 CTM(-89)	pEG202 containing C-terminal 89-172 amino-acid deletion Rpb7	This study
18	pAS24	pRpb7 CTM(-108)	pEG202 containing C-terminal 108-172 amino-acid deletion Rpb7 	This study
19	pAS45	pRpb7 CTM(-126)	pEG202 containing C-terminal 126-172  amino-acid deletion Rpb7 	This study
20	pAS15	pRpb7 CTM(-157)	pEG202 containing C-terminal 157-172 amino-acid deletion Rpb7 	This study





Residues involved in interaction of amino acid region 198-221 with the rest of the Rpb4 subunit

Residues in            Residues in
Subunit                  198-221 region

    Thr118                 Tyr221
    Arg119                Thr219
    Arg119        	Tyr221
    Glu120        	Tyr221
    Ser152       	Thr219
    Arg153        	Leu211
    Arg153        	Leu214
    Arg153        	Ser215
    Arg153        	Asn216
    Arg153        	Leu217
    Arg153        	Glu218
    Arg153        	Thr219
    Phe154        	Leu214
    Phe154        	Ser215
    Phe154        	Leu217
    Phe154        	Glu218
    Phe154        	Thr219
    Arg155        	Thr219
    Arg155        	Tyr221
    Asp156        	Thr219
    Asp156        	Tyr221
    Thr159        	Leu217
    Thr159        	Glu218
    Thr159        	Thr219
    Ala162        	Leu217
    Val163        	Leu214
    Val163        	Leu217
    Leu166        	Arg209
    Leu166        	Ile210
    Leu166        	Glu213
    Leu166        	Leu214
    Leu166        	Leu217
    Leu167        	Ile210
    Leu167        	Leu214
    Thr170        	Lys201
    Thr170        	Ile202
    Thr170        	Ile210
    Gly171        	Lys201
    Leu171        	Leu198
    Leu172        	Lys201
    Leu172        	Ile202
    Leu172        	Leu207
    Leu172        	Ile210
    His173        	Lys201
    Glu176        	Leu198
    Glu176        	Lys201
    Leu180        	Leu198
    Leu180        	Leu207
    Leu180        	Ile210
    Leu180        	Leu211
    Leu180        	Leu214
    Gly181        	Leu214
    Leu183        	Leu214
    Ala184        	Glu218
    Cys185        	Leu211
    Asp186        	Glu208
    Asp186        	Leu211
    Asp186        	Ser215
    Thr187        	Leu207
    Thr187        	Glu208
    Thr187        	Leu211
    Ala188        	Ser203
    Ala188        	Asp204
    Ala188        	Asp205
    Ala188        	Leu207
    Ala188        	Glu208
    Ala188        	Leu211
    Asp189        	Asp204
    Asp189        	Leu207
    Asp189        	Glu208
    Ala191        	Leu198
    Ala191        	Leu207
    Ala191        	Leu211
    Lys192        	Leu198
    Lys192        	Asn199
    Lys192        	Asn200
    Lys192       	Ile202
    Lys192        	Ser203
    Lys192        	Asp204
    Lys192        	Leu207
    Thr193        	Asn199
    Ile195        	Leu198
    Ile195        	Asn199
    Pro196        	Leu198
    Pro196        	Asn199
    Pro196        	Asn200
    Ser197        	Leu198
    Ser197        	Asn199
    Ser197        	Asn200
    Ser197        	Lys201



















